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16. Juried or Refereed Journal Articles or Exhibitions: 

 

* and  indicates corresponding author 
 

1. Silva TC, Young JI, Martin ER, Chen X, Wang L* (2022) MethReg: estimating the regulatory potential of 

DNA methylation in gene transcription. Nucleic Acids Research, https://doi.org/10.1093/nar/gkac030 [IF: 

16.971] 

 
2. Jacobsen GE FI, Quintero MA, Santander AM, Pignac-Kobinger J, Damas OM, Deshpande AR, Kerman 

DH, Ban Y, Gao Z, Silva TC, Wang L, Beecham AH, McCauley JL, Burgueño JF, Abreu MT (2022). 

Lamina propria phagocyte profiling reveals targetable signaling pathways in refractory inflammatory bowel 

disease. Gastro Hep Advances. In Press [IF: NA] 

 
3. Moro A, Gao Z, Wang L, Yu A, Hsiung S, Ban Y, Yan A, Sologon CM, Chen XS, Malek TR (2022) 

Dynamic transcriptional activity and chromatin remodeling of regulatory T cells after varied duration of IL-

2R signaling. Nature Immunology. In Press [IF: 25.61] 

 
4. Gardner OK, Van Booven D, Wang L, Gu T, Hofmann NK, Whitehead PL, Nuytemans K, Hamilton- Nelson 

KL, Adams LD, Starks TD, Cuccaro ML, Martin ER, Vance JM, Bush WS, Byrd GS, Haines JL, Beecham 

GW, Pericak-Vance MA, Griswold AJ (2022) Genetic Architecture of RNA Editing Regulation in 

Alzheimer Disease across Diverse Ancestral Populations, Human Molecular Genetics, ddac075. [IF: 6.15] 

 
5. Zhang L, Young JI, Gomez L, Silva TC, Schmidt MA, Cai J, Chen X, Martin ER, Wang L* (2021) Sex- 

specific DNA methylation differences in Alzheimer’s disease pathology. Acta Neuropathologica 
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Communications. 9:77 [IF: 7.801] 

 
6. Odom JO, Colaprico A, Silva TC, Chen XS, Wang L* (2021) PathwayMultiomics: An R Package for 

Efficient Integrative Analysis of Multi-Omics Datasets with Matched or Un-matched Samples. Frontiers in 

Genetics 12: 783713 [IF: 4.599] 

 
7. Lehmann BD, Colaprico A, Silva TC, Chen J, An H, Ban Y, Huang H, Wang L, James JL, Balko JM, 

Gonzalez-Ericsson PI, Sanders ME, Zhang B, Pietenpol JA, Chen XS (2021) Multi-omics analysis identifies 

therapeutic vulnerabilities in triple-negative breast cancer subtypes. Nature Communications 12, 6276 [IF: 

14.919] 

8. Lu M, Sha Y, Silva TC, Colaprico A, Sun X, Ban Y, Wang L, Lehmann BD, Chen XS (2021) LR Hunting: 

A Random Forest Based Cell–Cell Interaction Discovery Method for Single-Cell Gene Expression Data. 

Frontiers in Genetics 12:708835 [IF: 4.599] 

9. Caunca MR, Wang L, Cheung YK, Alperin N, Lee SH, Elkind MSV, Sacco RL, Wright CB, Rundek T. 

(2021) Machine learning-based estimation of cognitive performance using regional brain MRI markers: the 

Northern Manhattan Study. Brain Imaging and Behavior. 15(2):1270-1278 [IF: 3.418] 

10. Zhang L, Silva TC, Young JI, Gomez L, Schmidt MA, Hamilton-Nelson KL, Kunkle BW, Chen X, Martin 

ER, Wang L* (2020). Epigenome-wide meta-analysis of DNA methylation differences in prefrontal cortex 

implicates the immune processes in Alzheimer's disease. Nature Communications. 11, 6114 [IF:14.92] 

11. Odom GJ, Ban Y, Colaprico A, Liu L, Silva TC, Sun X, Pico AR, Zhang B, Wang L*, Chen X* (2020) 

pathwayPCA: An R package for integrative pathway analysis with modern PCA methodology and gene 

selection. Proteomics. 20, 1900409. [IF: 3.106] 

12. Silva TC, Young JI, Martin ER, Chen X, Wang L* (2020). MethReg: estimating regulatory potential of 

DNA methylation in gene transcription. R package version 1.0.0. DOI: 10.18129/B9.bioc.MethReg 

13. Zhang L, Odom G, Silva T, Gomez L, Wang L* (2020). rnaEditr: Statistical analysis of RNA editing sites 

and hyper-editing regions. R package version 1.0.0. DOI: 10.18129/B9.bioc.rnaEditr 

14. Benatar M, Zhang L, Wang L, Granit V, Statland J, Barohn R, Swenson A, Ravits J, Jackson C, Burns TM, 

Trivedi J, Pioro EP, Caress J, Katz J, McCauley JL, Rademakers R, Malaspina A, Ostrow LW, Wuu J (2020) 

Validation of serum neurofilaments as prognostic and potential pharmacodynamic biomarkers for ALS. 

Neurology, 95(1):e59-e69 [IF: 8.320] 

15. Burgueno JF, Reich A, Hazime H, Quintero MA, Fernandez I, Fritsch J, Santander AM, Brito N, Damas 

OM, Deshpande A, Kerman DH, Zhang L, Gao Z, Ban Y, Wang L, Pignac-Kobinger J, Abreu MT (2020) 

Expression of SARS-CoV-2 Entry Molecules ACE2 and TMPRSS2 in the Gut of Patients With IBD. 

Inflammatory Bowel Diseases, 26 (6) 797–808 https://doi.org/10.1093/ibd/izaa085 [IF: 4.005] 

16. Mallik S, Odom G, Gao Z, Gomez L, Chen X*, Wang L* (2019) An Evaluation of Supervised Methods 

for Identifying Differentially Methylated Regions in Illumina Methylation Arrays. Briefings in 

Bioinformatics, 20 (6), 2224-2235 PMID: 30239597 [IF: 9.101] 

17. Gomez L, Odom GJ, Young JI, Martin ER, Liu L, Chen X, Griswold AJ, Gao Z, Zhang L, Wang L* (2019) 

coMethDMR: Accurate identification of co-methylated and differentially methylated regions in epigenome- 

wide association studies with continuous phenotypes. Nucleic Acids Research, 47 (177): e98 [IF: 11.147] 
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18. Gardner OK, Wang L, Booven DV, Whitehead PL, Hamilton-Nelson KL, Adams LD, Starks TD, Hofmann 

NK, Vance JM, Cuccaro ML, Martin ER, Byrd GS, Haines JL, Bush WS, Beecham GW, Pericak-Vance 

MA, Griswold AJ (2019) RNA editing alterations in a multi-ethnic Alzheimer disease cohort converge on 

immune and endocytic molecular pathways. Human Molecular Genetics, ddz110, 

https://doi.org/10.1093/hmg/ddz110 [IF: 4.544] 

19. Young JI, Sivasankaran SK, Wang L, Ali A, Mehta A, Davis DA, Dykxhoorn DM, Petito CK, Beecham 

GW, Martin ER, Mash DC, Pericak-Vance M, Scott WK, Montine ST, Vance JM. (2019) Genome-wide 

brain DNA methylation analysis suggests epigenetic reprogramming in Parkinson disease. Neurol Genet. 

2019, 5 (4) e342 

20. Winterbottom EF, Ban Y, Sun X, Capobianco AJ, Marsit CJ, Chen X, Wang L, Karagas MR, Robbins DJ 

(2019) Transcriptome-wide analysis of changes in the fetal placenta associated with prenatal arsenic 

exposure in the New Hampshire Birth Cohort Study. Environmental Health 18(1): 100 [IF: 4.430] 

21. Ramey SJ, Yechieli R, Zhao W, Kodiyan J, Asher D, Chinea FM, Patel V, Reis IM, Wang L, Wilky BA, 

Subhawong T, Trent JC (2018). Limb-sparing surgery plus radiotherapy results in superior survival: an 

analysis of patients with high-grade, extremity soft-tissue sarcoma from the NCDB and SEER. Cancer Med 

7:4228-4239 PMCID: PMC6144142 [IF: 3.27] 

22. DeRosa BA, Hokayem JE, Artimovich E, Garcia-Serje C, Phillips AW, Booven DV, Nestor JE, Wang L, 

Cuccaro ML, Vance JM, Pericak-Vance MA, Cukier HN, Nestor MW, Dykxhoorn DM (2018) Convergent 

Pathways in Idiopathic Autism Revealed by Time Course Transcriptomic Analysis of Patient-Derived 

Neurons. Sci Rep. 8(1) : 8423 PMID: 29849033 PMCID: PMC5976773 [IF: 4.122] 

23. Li J, Wang W, Xia P, Wan L, Zhang L, Yu L, Wang L, Chen X, Xiao Y, Xu C (2018) Identification of a 

five-lncRNA signature for predicting the risk of tumor recurrence in patients with breast cancer. Int J Cancer. 

doi: 10.1002/ijc.31573. PMID: 29707762 [IF: 6.513] 

24. Yan A, Ban Y, Gao Z, Chen X*, Wang L* (2018) PathwaySplice: an R package for unbiased pathway 

analysis of alternative splicing in RNA-Seq data. Bioinformatics, 34(18): 3220-3222. PMID: 29688305; 

PMCID: PMC6137985 [IF: 5.481] 

25. Goldman SE, Alder ML, Burgess HJ, Corbett BA, Hundley R, Wofford D, Fawkes DB, Wang L, 

Laudenslager M, Malow BA (2017) Characterizing Sleep in Adolescents and Adults with Autism Spectrum 

Disorders. Journal of Autism and Developmental Disorders 47(6):1682-1695 [IF: 3.341] 

26. M Lei, J Xu, LC Huang, L Wang, J Li (2017) Network module-based model in the differential expression 

analysis for RNA-seq. Bioinformatics 33(17) 2699-2705 [IF: 7.307] 

27. Ferri R, Cosentino FI, Moussouttas M, Lanuzza B, Aricò D, Bagai K, Wang L, McLaughlin B, Walters A 

(2016) Silent Cerebral Small Vessel Disease in Restless Legs Syndrome. Sleep 39(7): 1371-7 [IF: 4.793] 

28. Harder R, Malow BA, Goodpaster RL, Iqbal F, Halbower A, Goldman SE, Fawkes DB, Wang L, Shi Y, 

Baudenbacher F, Diedrich A (2016) Heart rate variability during sleep in children with autism spectrum 

disorder. Clin Auton Res. 26(6): 423-432 [IF: 1.257] 

29. Yeh P, Ondo WG, Picchietti DL, Poceta JS, Allen RP, Davies CR, Wang L, Shi Y, Bagai K, Walters AS 

(2016) Depth and distribution of symptoms in Restless Legs Syndrome/Willis-Ekbom disease patients. 

Journal of Clinical Sleep Medicine: 12(12):1669-1680 [IF: 1.56] 
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30. Cheng G , Liu F , Asai T , Lai F , Man N , Xu H , Chen S , Greenblatt S , Hamard P-J , Ando K , Chen X , 

Wang L , Martinez C , Tadi M, Wang L , Xu M , Yang F-C , Shiekhattar R and Nimer S D (2016) Loss of 

p300 accelerates MDS-associated leukemogenesis. Leukemia. 31(6): 1382-1390 [IF: 12.104] 

31. Garbett K, Vereczkei A, Kalman S, Wang L, Korade Z, Shelton R, Mirnics K (2015) Fibroblasts from 

Patients with Major Depressive Disorder Show Distinct Transcriptional Response to Metabolic Stressors. 

Translational Psychiatry 5, e523 [IF: 5.62] 

 

32. Sun J, Zhao M, Jia P, Wang L, Wu Y, Iverson C, Zhou Y, Denny J, Barton E, Roden D, Aldrich MC, Xu 

H, Zhao Z (2015) Deciphering signaling pathway networks to understand molecular mechanism of action 

of metformin. PLoS Computat Bio 11(6): e1004202 [IF: 4.867] 

33. Tramontana MG, Molinari AL, Konrad PE, Davis TL, Wylie SA, Neimat JS, May AT, Phibbs FT, Hedera 

P, Gill CE, Salomon RM, Wang L, Song Y, Charles D (2015) Neuropsychological Effects of Deep Brain 

Stimulation in Subjects with Early Stage Parkinson’s Disease in a Randomized Clinical Trial. Journal of 

Parkinson’s Disease 5: 151-163 [IF: NA] 

 
34. Veatch OJ, Reynolds A, Katz T, Weiss SK, Loh A, Wang L, Malow BA (2015) Sleep in Children with 

Autism Spectrum Disorders: How are Measures of Parent Report and Actigraphy Related and Affected by 
Sleep Education? Behavioral Sleep Medicine 14(6):665-76 [IF: 2.34] 

 

35. Li B, Giambelli C, Tang B, Winterbottom E, Long J, Jin K, Wang Z, Fei DL, Nguyen DM, Athar M, Wang 

B, Subbarayan PR, Wang L, Rai P, Ardalan B, Capobianco AJ, Robbins DJ (2015) Arsenic attenuates GLI 

signaling, increasing or decreasing its transcriptional program in a context dependent manner. Molecular 

Pharmacology 89(2):226-32 [IF: 4.128] 

36. Morris MC, Rao U, Wang L, Garber J (2014) Cortisol reactivity to experimentally-manipulated 

psychosocial stress in young adults at varied risk for depression. Depression and Anxiety 31(1):44-52 

 

37. Bagai K, Muldowney JAS, Song Y, Wang L, Bagai J, Artibee KJ, Vaughan DE, Malow BA (2014) 

Circadian Variability of Fibrinolytic Markers and Endothelial Function in Patients with Obstructive Sleep 

Apnea. Sleep 37(2):359-67 

 
38. Goldman SE, Adkins KW, Calcutt MW, Carter MD, Goodpaster RL, Wang L, Shi Y, Burgess HJ, Hachey 

DL, Malow BA (2014) Melatonin in Children with Autism Spectrum Disorders: Endogenous and 

Pharmacokinetic Profiles in Relation to Sleep. Journal of Autism and Developmental Disorders: 1-11 

 

39. Goldman SE, Wang L, Fawkes DB (2014) Concordance of mother/child sleep patterns using actigraphy: 

preliminary findings. J Sleep Disord Treat Care 3(2). doi: 10.4172/2325-9639.1000133 

 

40. Corbett BA, Swain DM, Newsom C, Wang L, Song Y, Edgerton D (2014) Biobehavioral profiles of arousal 

and social motivation in autism spectrum disorders. Journal of Child Psychology and Psychiatry 55(8): 924- 

34 

 

41. Charles D, Konrad PE, Neimat JS, Molinari AL, Tramontana MG, Finder SG, Gill CE, Bliton MJ, Kao CC, 

Phibbs FT, Hedera P, Salomon RM, Cannard KR, Wang L, Song Y, Davis TL (2014) Subthalamic nucleus 

deep brain stimulation in early stage Parkinson's disease. Parkinsonism & Related Disorders 20: 731-737 

 

42. Xu J, Wang L, Li J (2014) A biological network module-based model for the analysis of differential 

expression in shotgun proteomics. J. Proteome Res. 13(12): 5743–5750 

 

43. Boyd S, Walters AS, Song Y, Wang L (2013) Comparative effectiveness of maxillomandibular 

advancement and uvulopalatopharyngoplasty for the treatment of moderate to severe obstructive sleep 
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apnea. J Oral Maxillofac Surg 71:743-751 

 

44. Corbett BA, Swain DM, Coke C, Simon D, Newsom C, Houchins-Juarez N, Jenson A, Wang L, Song Y 

(2013) Improvement in Social Deficits in Autism Spectrum Disorders Using a Theatre-based, Peer- 

mediated Intervention. Autism Research: 7(1):4-16 

45. Wang Q, Jia P, Cuenco K, Zeng Z, Feingold E, Marazita ML, Wang L, Zhao Z (2013) Multi-dimensional 

Prioritization of Dental Caries Candidate Genes and its Enriched Dense Network Modules. PLoS One: 8(10): 

e76666 

 

46. Wang Q, Jia P, Cuenco K, Zeng Z, Feingold E, Marazita ML, Wang L*, Zhao Z* (2013) Association 

Signals Unveiled by a Comprehensive Gene Set Enrichment Analysis of Dental Caries Genome-wide 

Association Studies. PLoS One: 8(8): e72653 

 

47. Robinson AA, Pitiyanuvath N, Abou-Khalil BW, Wang L, Shi Y, Azar N (2012) Predictors of a non- 

diagnostic epilepsy monitoring study and yield of repeat study. Epilepsy Behav 21(1):76-9 

 

48. Yan Q, Guo J, Zhang X, Bai Y, Wang L, Li J (2012) Truauma does not accelerate neuronal degeneration in 

Fig4 insufficient mice. J Neurol Sci 312: 102-107 

 

49. Guo J, Ma Y, Yan Q, Wang L, Zeng Y, Wu J, Li J (2012) Fig4 expression in the rodent nervous system and 

its potential role in preventing abnormal lysosomal accumulation. J Neuropathol Exp Neurol 71(1):28-39 

 

50. Peltier AC, Bagai K, Artibee K, Diedrich A, Garland E, Elasy T, Shi Y, Wang L, Feldman EL, Robertson 

D, Malow BA (2012) Effect of mild hyperglycemia on autonomic and peripheral nerve function in 

obstructive sleep apnea. Clin Auton Res 22(1): 1-8 

 

51. Jia P, Wang L, Fanous AH, Chen X, Kendler KS, The International Schizophrenia Consortium, Zhao Z 

(2012) A bias-reducing pathway enrichment analysis of genome-wide association data confirmed 

association of the MHC region with schizophrenia. J Med Genet 49(2):96-103 

 

52. Pawate S, Wang L, Song Y, Sriram S (2012) Analysis of T2 intensity by MRI of deep nuclei in MS patients: 

role of immunotherapies on brain iron. J Neuroimaging 22(2):137-144 

 
53. Adkins KW, Goldman SE, Fawkes D, Surdyka K, Wang L, Song Y, Malow BA (2012) Performing 

actigraphy in children with tactile sensitivities: a novel approach. Behav Sleep Med 10(2): 138-147 

 

54. Charles PD, Dolhum RM, Gill CE, Davis TL, Bliton MJ, Tramontana MG, Salomon RM, Wang L, Hedera 

P, Phibbs FT, Neimat JS, Konrad PE (2012) Deep brain stimulation in early Parkinson’s disease: enrollment 

experience from a pilot trial. Parkinsonism Relat D 18: 268-273 

 

55. Malow BA, Adkins KW, McGrew SG, Wang L, Goldman SE, Fawkes D, Burnette C (2012) Melatonin for 

sleep in children with autism: a controlled trial examining dose, tolerability, and outcomes. J Autism Dev 

Disord 42(8):1729-1737 

 

56. Jia P, Wang L, Fanous AH, Pato CN, Edward TL, The International Schizophrenia Consortium, Zhao Z 

(2012) Network-assisted investigation of combined causal signals from genome-wide association studies in 

schizophrenia. PLoS Comput Biol 8(7): e1002587 

 

57. Xu J, Sun J, Chen J, Wang L, Li A, Helm M, Dubovsky SL, Bacanu SA, Zhao Z, Chen X (2012) RNA-Seq 

analysis implicates dysregulation of the immune system in schizophrenia. BMC Genomics 13 (Suppl 8): S2 

 

58. Wang L*, Chen X, Zhang B (2012) Statistical analysis of patient-specific pathway activities via mixed 

models. J Biom Biostat S8: 001 
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59. Charles D, Tolleson C, Davis TL, Gill CE, Bliton MJ, Tramontana MG, Salomon RM, Kao C, Wang L, 

Hedera P, Phibbs FT, Molinari AL, Neimate JS, Konrade PE (2012) Pilot Study Assessing the Feasibility of 

Applying Bilateral Subthalamic Nucleus Deep Brain Stimulation in Very Early Stage Parkinson's Disease: 

Study Design and Rationale. J Park Dis 2: 215 – 223 

 

60. Jia P, Wang L, Meltzer HY, Zhao Z (2011) Pathway-based analysis of GWAS datasets: effective but caution 

required. Int J Neuropsychopharmacol., 14(4): 567-72 

 

61. Wang L*, Jia P, Wolfinger RD, Chen X, Grayson BL, Aune TM, Zhao Z (2011) An efficient hierarchical 

generalized linear mixed model for pathway analysis of genome-wide association studies. Bioinformatics, 

27, 686-692. 

 

62. Wang L*, Jia P, Wolfinger RD, Chen X, Zhao Z (2011) Gene set analysis of genome-wide association 

studies: methodological issues and perspectives. Genomics 98(1): 1-8 

 

63. Grayson BL, Wang L, Aune TM (2011) Peripheral blood gene expression profiles in metabolic syndrome, 

coronary artery disease and type 2 diabetes. Genes Immun 12(5): 341-351 

 

64. Zhang F, Shi Y, Wang L, Sriram S (2011) Role of HDAC3 on p53 expression and apoptosis in T cells of 

patients with multiple Sclerosis. PLoS One 6: e16795. 

 

65. Leu RM, Beyderman L, Botzolakis EJ, Surdyka K, Wang L, Malow BA (2011) Relation of melatonin to 

sleep architecture in children with autism. J Autism Dev Disord 41: 427-433. 

 

66. Fu L, Aphinyanaphongs Y, Wang L, Aliferis C (2011) A comparison of evaluation metrics for biomedical 

journals, articles, and websites in terms of sensitivity to topic. J Biomed Inform 44(4): 587-594 

 

67. Azar NJ, Lagrange AH, Wang L, Song Y, Abou-Khalil BW (2010) Transient improvement after brief 

antiepileptic drug withdrawal in the epilepsy monitoring unit--possible relationship to AED tolerance. 

Epilepsia 51: 811-817. 

 
68. Azar NJ, Pitiyanuvath N, Vittal NB, Wang L, Shi Y, Abou-Khalil BW (2010) A structured questionnaire 

predicts if convulsions are epileptic or nonepileptic. Epilepsy Behav 19: 462-466. 

 

69. Chen X, Wang L, Ishwaran H (2010) An integrative pathway-based clinical-genomic model for cancer 

survival prediction. Stat Probabil Lett 80: 1313-1319. 

 

70. Chen X, Wang L, Hu B, Guo M, Barnard J, Zhu X (2010) Pathway-based analysis for genome-wide 

association studies using supervised principal components. Genet Epidemiol 34: 716-724 

 

71. Grayson BL, Smith ME, Thomas JW, Wang L, Dexheimer P, Jeffrey J, Fain PR, Nanduri P, Eisenbarth GS, 

Aune TM (2010) Genome-wide analysis of copy number variation in type 1 diabetes. PLoS One 5: e15393. 

 

72. Jia P, Wang L, Meltzer HY, Zhao Z (2010) Common variants conferring risk of schizophrenia: a pathway 

analysis of GWAS data. Schizophr Res 122: 38-42. 

 

73. Judson MC, Eagleson KL, Wang L, Levitt P (2010) Evidence of cell-nonautonomous changes in dendrite 

and dendritic spine morphology in the met-signaling-deficient mouse forebrain. J Comp Neurol 518: 4463- 

4478. 

 

74. Killen SA, Kunic J, Wang L, Lewis A, Levy BP, Ackerman MJ, George AL, Jr. (2010) SCN5A allelic 

expression imbalance in African-Americans heterozygous for the common variant p.Ser1103Tyr. BMC Med 
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Genet 11: 74. 

 
75. Kliman M, Vijayakrishnan N, Wang L, Tapp JT, Broadie K, McLean JA (2010) Structural mass 

spectrometry analysis of lipid changes in a Drosophila epilepsy model brain. Mol Biosyst 6: 958- 

966.Morabito MV, Ulbricht RJ, O'Neil RT, Airey DC, Lu P, Zhang B, Wang L, Emeson RB (2010) High- 

throughput multiplexed transcript analysis yields enhanced resolution of 5-hydroxytryptamine 2C receptor 

mRNA editing profiles. Mol Pharmacol 77: 895-902. 

 

76. Peltier AC, Garland E, Raj SR, Sato K, Black B, Song Y, Wang L, Biaggioni I, Diedrich A, Robertson D 

(2010) Distal sudomotor findings in postural tachycardia syndrome. Clin Auton Res 20: 93-99. 

 

77. Walters AS, Moussouttas M, Siddiqui F, Silveira DC, Fuentes K, Wang L, Berger K (2010) Prevalence of 

stroke in restless legs syndrome: initial results point to the need for more sophisticated studies. Open Neurol 

J 4: 73-77. 

 

78. Wylie CJ, Hendricks TJ, Zhang B, Wang L, Lu P, Leahy P, Fox S, Maeno H, Deneris ES (2010) Distinct 

transcriptomes define rostral and caudal serotonin neurons. J Neurosci 30: 670-684. 

 

79. Chen X, Wang L (2009) Integrating biological knowledge with gene expression profiles for survival 

prediction of cancer. J Comput Biol 16: 265-278. 

 

80. Goldman SE, Surdkya K, Cuevas R, Adkins K, Wang L, Malow BA (2009) Defining the sleep phenotype 

in children with autism. Dev Neuropsy 34: 560-573. 

 

81. Malow BA, Crowe C, Henderson L, McGrew SG, Wang L, Song Y, Stone WL (2009) A sleep habits 

questionnaire for children with autism spectrum disorders. J Child Neurol 24: 19-24. 

 

82. Matrisciano F, Bonaccorso S, Ricciardi A, Scaccianoce S, Panaccione I, Wang L, Ruberto A, Tatarelli R, 

Nicoletti F, Girardi P, Shelton RC (2009) Changes in BDNF serum levels in patients with major depression 

disorder (MDD) after 6 months treatment with sertraline, escitalopram, or venlafaxine. J Psychiatr Res 43: 

247-254. 

 
83. Mengesha T, Abu-Ata M, Haas KF, Lavin PJ, Sun DA, Konrad PE, Pearson M, Wang L, Song Y, Abou- 

Khalil BW (2009) Visual field defects after selective amygdalohippocampectomy and standard temporal 

lobectomy. J Neuroophthalmol 29: 208-213. 

 

84. Peltier A, Smith AG, Russell JW, Sheikh K, Bixby B, Howard J, Goldstein J, Song Y, Wang L, Feldman 

EL, Singleton JR (2009) Reliability of quantitative sudomotor axon reflex testing and quantitative sensory 

testing in neuropathy of impaired glucose regulation. Muscle Nerve 39: 529-535. 

 

85. Reed HE, McGrew SG, Artibee K, Surdkya K, Goldman SE, Frank K, Wang L, Malow BA (2009) Parent- 

based sleep education workshops in autism. J Child Neurol 24: 936-945. 

 

86. Wang L*, Chen X, Wolfinger RD, Franklin JL, Coffey RJ, Zhang B (2009) A unified mixed effects model 

for gene set analysis of time course microarray experiments. Stat Appl Genet Mol Biol 8: Article 47. 

 

87. Azar NJ, Tayah TF, Wang L, Song Y, Abou-Khalil BW (2008) Postictal breathing pattern distinguishes 

epileptic from nonepileptic convulsive seizures. Epilepsia 49: 132-137. 

 

88. Azar NJ, Wang L, Song Y, Abou-Khalil BW (2008) Temporal pattern of oxcarbazepine and phenytoin 

withdrawal seizures during epilepsy monitoring. Epilepsy Res 79: 78-83. 

 

89. Azar NJ, Wright AT, Wang L, Song Y, Abou-Khalil BW (2008) Generalized tonic-clonic seizures after 
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acute oxcarbazepine withdrawal. Neurology 70: 2187-2188. 

 
90. Bagai K, Wilson JR, Khanna M, Song Y, Wang L, Fisher MA (2008) Electrophysiological patterns 

ofdiabetic polyneuropathy. Electromyogr Clin Neurophysiol 48: 139-145. 

 

91. Chen X, Wang L, Smith JD, Zhang B (2008) Supervised principal component analysis for gene set 

enrichment of microarray data with continuous or survival outcomes. Bioinformatics 24: 2474-2481. 

 

92. Hutchison KN, Song Y, Wang L, Malow BA (2008) Analysis of sleep parameters in patients with 

obstructive sleep apnea studied in a hospital vs. a hotel-based sleep center. J Clin Sleep Med 4: 119-122. 

 

93. Malow BA, Foldvary-Schaefer N, Vaughn BV, Selwa LM, Chervin RD, Weatherwax KJ, Wang L, Song Y 

(2008) Treating obstructive sleep apnea in adults with epilepsy: a randomized pilot trial. Neurology 71: 572- 

577. 

 

94. Selwa LM, Marzec ML, Chervin RD, Weatherwax KJ, Vaughn BV, Foldvary-Schaefer N, Wang L, Song 

Y, Malow BA (2008) Sleep staging and respiratory events in refractory epilepsy patients: Is there a first 

night effect? Epilepsia 49: 2063-2068. 

 

95. Statnikov A, Wang L, Aliferis CF (2008) A comprehensive comparison of random forests and support vector 

machines for microarray-based cancer classification. BMC Bioinformatics 9: 319. 

 

96. Wang L*, Zhang B, Wolfinger RD, Chen X (2008) An integrated approach for the analysis of biological 

pathways using mixed models. PLoS Genet 4: e1000115. 

 

97. Bonnin A, Torii M, Wang L, Rakic P, Levitt P (2007) Serotonin modulates the response of embryonic 

thalamocortical axons to netrin-1. Nat Neurosci 10: 588-597. 

 

98. Fu LD, Wang L, Aphinyanagphongs Y, Aliferis CF (2007) A comparison of impact factor, clinical query 

filters, and pattern recognition query filters in terms of sensitivity to topic. Stud Health Technol Inform 129: 

716-720. 

 
99. McGrew S, Malow BA, Henderson L, Wang L, Song Y, Stone WL (2007) Developmental and behavioral 

questionnaire for autism spectrum disorders. Pediatr Neurol 37: 108-116. 

 

100. Peltier AC, Consens FB, Sheikh K, Wang L, Song Y, Russell JW (2007) Autonomic dysfunction in 

obstructive sleep apnea is associated with impaired glucose regulation. Sleep Med 8: 149-155. 

 

101. Malow BA, Marzec ML, McGrew SG, Wang L, Henderson LM, Stone WL (2006) Characterizing sleep in 

children with autism spectrum disorders: a multidimensional approach. Sleep 29: 1563-1571. 

 

102. Wang L*, Sen PK (2005) Extreme value theory in some statistical analysis of genomic sequences. Extremes 

8: 295-310. 

 

103. Sloane PD, Beck R, Kowlowitz V, Blotzer AM, Wang L, Akins L, White-Chu F, Mitchell CM (2004) 

Behavioral coding for evaluation of medical student communication: clarification or obfuscation? Acad Med 

79: 162-170. 

 

104. Glowa P, Frasier PY, Wang L, Eaker K, Osterling W (2003) What happens after we identify intimate 

partnerviolence. Fam Med 35: 730-736. 
 

105. Sloane PD, Zimmerman S, Suchindran C, Reed P, Wang L, Boustani M, Sudha S (2002) The public health impact of 

Alzheimer's disease, 2000-2050: potential implication of treatment advances. Annu Rev Public Health 23: 213-231. 
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106. Herman-Giddens ME, Wang L, Koch G (2001) Secondary sexual characteristics in boys: estimates from the 

national health and nutrition examination survey III, 1988-1994. Arch Pediatr Adolesc Med 155: 1022- 

1028. 

 

17. Other Works, Publications and Abstracts: N/A 

 
 

18. Other Works Accepted for Publication: N/A 

 
 

V. PROFESSIONAL 
 

19. Grants 

 

Current 
 

1R01AG061127-01 (Wang) 02/1/19 – 1/31/2024 4.14 cal. months (34.5%) 

NIH/NIA $1,918,750 

Building blood-based DNA methylation signatures for AD that are reflective of CNS changes 

Role: Principal Investigator 

 

R01 (Martin, Wang, Kunkle) 05/15/19 – 02/29/2024 2.4 cal. months (20%) 

NIH $3,806,592 

Integrative Genomic Approaches for Understanding Sex Differences in Alzheimer's Disease 

Role: Principal Investigator 

 
7BC03 (Thomas) 03/17/17 – 04/30/22 1.2 cal. months (10%) 

Bankhead Coley Research Prog. $1,866,436 

Identifying Infection and Molecular Determinants of Health Disparities in HCV infected Minority Populations for 

the Prevention and Early Detection of HCC 

Role: Co-investigator 

Pending 

1R01 NS128145-01 (Wang) 07/1/22 –6/30/2027 4.14 cal. months (34.5%) 

NIH/NIA $3,577,351 

New computational tools for understanding and predicting AD via age-associated DNA methylation changes 

Role: Principal Investigator 

This grant received an impact score of 24 at recent scientific review study section meeting. 

 

Past 
 

1R21AG060459-01 (Wang) 08/15/18 – 05/31/2021 1.2 cal. months (10%) 

NIH/NIA $422,125 

New statistical strategies for comprehensive analysis of epigenome-wide methylation data 

Role: Principal Investigator 

 

1U54NS092091 (Benatar) 09/30/14 - 06/30/2019 1.8 cal. months (15%) 

NIH/NINDS $5,167,529 

Clinical Research in ALS & Related Disorders for Therapeutic Development 

Role: Biostatistician 
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1U01NS107027-01 (Benatar) 5/15/2018 – 3/31/2023 0.6 cal. months (5%) 

NINDS/NCATS $3,662,906 

Multi-Center ALS Biomarker Validation Study (CReATe Biomarkers) 

Role: Statistician 

 

1R21ES028397-01 (Robbins) 08/01/17 – 07/31/19 0.6 cal. months (5%) 

NIEHS 

Elucidating the Effects of Arsenic Exposure on Human Fetal Development 

Role: Co-investigator 
 

2P50NS071674-06 (Vance) 09/01/11 -08/31/17 1.2 cal. months (10%) 

NIH/NINDS $1,718,820 

Morris K. Udall Parkinson Disease Center of Excellence - Genetics of Parkinsonism 

Role: Co-investigator 

4UL1TR000460-05 (Sacco) 

NIH 

Miami Clinical and Translational Science Institute 

Role: Co-Investigator 
 

1R21 HG006037-01A1 (Wang, Zhao) 

NHGRI 

07/1/2012 – 06/30/2017 

$2,614,379 

 

 

05/01/2013 – 04/30/2016 

$445,160 

1.2 cal. months (10%) 

 

 

 

2.4 cal. months (20%) 

Integrative Statistical Models for Pathway Analysis of GWAS Data 

Role: Principal Investigator 

 

1R03CA167695-01A1 (Zhao) 09/01/2013-08/31/2016 0.6 cal. months (5%) 

NIH/NCI $154,186 

Investigating MicroRNAs and Their Regulatory Networks in Glioblastoma 

Role: Co-Investigator 

 

1R01 LM011177-01 (Wang, Zhao)  05/01/2012 – 04/30/2016 2.4 calendar (20%) 

NLM $1,044,708 

Mapping the Genetic Architecture of Complex Disease via RNA-Seq and GWAS Data 

Role: Principal Investigator 
 

1.2 calendar (10%) 

 

 

 

 
1.2 calendar (10%) 

 

Understanding Genetic Basis of Dental Caries via Integrative Genomic Approaches 

Role: Principal Investigator 

 
 

20. Editorial Responsibilities 

 
Editorial Board 

 

2011 – Present Genes, Frontiers in Neurogenomics 

2012 – Present Annals of Biometrics & Biostatistics 

1P50MH096972-01 (Blakely) 07/01/2012 - 06/30/2017 

NIH/NIMH 

Enduring Effects of Early-Life Serotonin Signaling 
Role: Co-Investigator 

$6,627,257 

1R03DE022093-01 (Wang, Zhao) 09/1/2011 – 8/31/2014 
NIDCR $245,986 
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2014 – 2016 Scientific Reports 
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Journal Reviewer 

 
American Journal of Human 

Genetics (2021) 

 

 
Bioinformatics (2013,2019, 2020) Neurology (2008) 

Behavioral Sleep Medicine (2009) Cephalagia (2007) Pattern Recognition (2012) 

BMC Bioinformatics (2014) PLoS One (2015) Psychiatry Research (2012) 

BMC Genomics (2014) Genome Biology (2020) Statistics in Medicine (2011) 

 
21. Professional and Honorary Organizations 

 
2004 - Present Member, American Statistical Association 

2015 - Present Member, American Society of Human Genetics 

2015 – Present Member, John P. Hussman Institute for Human Genomics, University of Miami 

2015 – Present Member, Sylvester Cancer Center, University of Miami 

2019 – Present Member, Cancer Epigenetics Program, Sylvester Cancer Center, University of Miami 

 
22. Honors and Awards 

 

1994–1998 Outstanding Achievement Scholarship, Temple University 

1994–1998 Temple University Honors Program 
1994 The President’s Award, Temple University 

1995 Howard Hughes Medical Institute Research Fellowship 

1997 Most Promising Mathematics Major Award, College of Arts and Sciences, Temple University 

2004 Student Travel Award, University of North Carolina Graduate School 

2006 Travel Award for Young Investigator's Workshop, Spring Meeting of the Eastern North American 

Region of the International Biometric Society 

 

23. Post-Doctoral Fellowships: N/A 

 

24. Other Professional Activities: 

 
NIH Study section 

Nov 8, 2021 Grant Reviewer, for Gabriella Miller Kids First (Kids First) Pediatric Research 

Program, Center for Scientific Review, NIH 

June 29-30, 2020 Grant Reviewer, for Genetics of Health and Disease Study Section (GHD), Center for 

Scientific Review, NIH 

Dec 12, 2019 Grant Reviewer, for NIH Director’s Early Independence Award program 

 

June 8-9, 2016 Grant Reviewer, for Biodata Management and Analysis Study Section (BDMA), Center for 

Scientific Review, NIH 

Nov 19, 2015 Grant Reviewer, for special initiative Clinical Studies of Mental Illness Not Involving 

Treatment Development, Efficacy, or Effectiveness Trials (Collaborative R01) ZRG1 GGG- 

S (60) C, Center of Scientific Review, NIH 

June 24-25, 2014 Grant Reviewer, for special initiative New Computational Methods for Understanding the 

Functional Role of DNA Variants that are Associated with Mental Disorders (R01), ZRG1 
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IMST-D (55), Center of Scientific Review, NIH 
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June 12-15, 2014 Session Chair, Environmental / Spatial Statistics session, The 8th International useR! 

Conference, Nashville, TN 
 

Feb 23, 2012 Grant Reviewer, for special initiative Predictive Multiscale Models for Biomedical, 

Biological, Behavioral, Environmental and Clinical Research (U01), National Institute of 

Biomedical Imaging and Bioengineering 

Selected Poster and Oral Presentations 
 

July 31, 2022 Sex-specific DNA methylation differences associated with Alzheimer’s disease. Alzheimer's 

Association International Conference 

May 13, 2022 DNA methylation changes in Alzheimer’s disease. The Florida Consortium on the 

Neurobiology of Cognition Annual Meeting (Invited) 

Mar 15, 2022 Distinct sex-specific DNA methylation differences in Alzheimer’s disease. Annual 

meeting of the Alzheimer’s Disease Genetics Consortium (Invited) 

Oct 18, 2021 Integrative meta-analysis of blood and brain epigenome-wide association studies of 

Alzheimer’s disease. American Society of Human Genetics Annual Meeting 

 

Feb 25, 2021  Sex-specific DNA methylation changes in Alzheimer’s Disease pathology. Annual meeting of 

the Alzheimer’s Disease Genetics Consortium. (invited) 

 
Oct 28, 2020 Epigenome-wide meta-analysis of DNA methylation differences in prefrontal cortex implicates the 

immune processes in Alzheimer’s disease. The American Society of Human Genetics Annual 

Meeting 

 
July 28, 2020 Meta-analysis of genomic regions in epigenome-wide association studies. The Bioconductor 

Annual Conference 

 
Nov 7, 2019 DNA methylation biomarkers in colon cancer. Cancer Epigenetics faculty meeting. 

 
Dec 11, 2017 Moving beyond tip of the iceberg – statistical strategies for identifying differentially methylated 

regions. Department of Public Health Sciences Biostatistics Seminar Series. 

 

April 17, 2017 Statistical models for biomarker analysis of DNA methylation data. Human Genetics and 

Genomics Seminar Series, University of Miami 

 

July 24, 2014 A Generalized Linear Mixed Model for Pathway Analysis of Genome-wide Association Study, 

Department of Public Health Sciences, University of Miami, FL 

 
April 13, 2011 An Efficient Hierarchical Generalized Linear Mixed Model for Pathway Analysis of Genome- 

wide Association Studies. Department of Biostatistics seminar, Vanderbilt University School of 

Medicine, Nashville, TN 

Mar 21, 2010 A Unified Mixed Effects Model for Gene Set Analysis of Time Course Microarray Experiments. 

Spring Meeting of the Eastern North American Region of the International Biometric Society 

(ENAR), New Orleans, LA 

 
Feb 6, 2007 Critical Review of Published Microarray Studies for Cancer Outcome. Biostatistics clinic, joint 
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presentation with Constantine Aliferis 

Aug 15, 2006 On Methods for Gene Function Scoring as a Means of Facilitating the Interpretation of Microarray 

Results. Vanderbilt University Biostatistics clinic, joint presentation with Bing Zhang 

 
Dec 2, 2005 Some Statistical Aspects of Analysis of Genomic Sequences. Twelfth Annual International 

Conference on Statistics, Combinatorics, Mathematics and Applications, Auburn, Alabama 

 
April 15, 2005 Pharmacogenetics and Drug Development, Computational Genetics Journal Club, VUMC 

 
Mar 20, 2005 Approximating Pairwise Alignment Score Distributions, Spring Meeting of the Eastern North 

American Region of the International Biometric Society (ENAR), Austin, TX 

 
April 15, 2004 Some Statistical Aspects of the Analysis of Genomic Sequences, Division of Epidemiology and 

Biostatistics, University of Illinois at Chicago, Chicago, IL 

 
Mar 28, 2004 Some Statistical Aspects of Analysis of Genomic Sequences, Spring Meeting of the Eastern North 

American Region of the International Biometric Society (ENAR), Pittsburgh, PA 

 

VI. TEACHING 
 

25. Teaching Awards Received: N/A 

 

26. Teaching Specialization 

 

Graduate School Courses 

Spring 2017 - 2022 Instructor for Epidemiology 705 Advanced Statistical Methods II 

 

Fall 2002 Teaching Assistant for Categorical Data Analysis, UNC School of Public Health 

 

Fall 2003 Teaching Assistant for Health Informatics: Use of Large Health Care Databases, UNC 

Schoolof Public Health 

 

Lectures and workshops 

 

Oct 22, 2020 
MethReg: estimating regulatory potential of CpG methylations in gene 
transcription, at Cancer Epigenetics Colloquium 

April 3, 2019 
Generalized additive models. Invited guest lecture for BST 691 High Dimensional 
and Complex Data 

April 18, 2018 
Generalized additive models. Invited guest lecture for BST 691 High Dimensional 
and Complex Data 

Dec 6, 2017 
DNA methylation data analysis, Part II. Invited guest lecture for HGG 621: Design 
and Analysis of Genomic Studies 

Dec 4, 2017 
DNA methylation data analysis, Part I. Invited guest lecture for HGG 621: Design 
and Analysis of Genomic Studies 

Nov 27, 2017 
Strategies for analyzing DNA methylation data at University of Miami Epigenomics 
Working Group meeting. 

July 14, 2017 
Strategies for analyzing DNA methylation data, Part II. Sylvester Comprehensive 
Cancer Center Biostatistics and Bioinformatics Shared Resource Mini Lecture. 
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May 24, 2017 
Strategies for analyzing DNA methylation data, Part I. Sylvester Comprehensive 
Cancer Center Biostatistics and Bioinformatics Shared Resource Mini Lecture. 

June 12, 2017 
Statistical models for biomarker analysis of DNA methylation data. Invited guest 
lecture for BST 692 Case Studies in Biostatistics 

Feb 29, 2016 
Some Statistical Considerations on Gene Set Enrichment Analysis. Sylvester 
Comprehensive Cancer Center (SCCC) Bioinformatics Workshop 

Feb 24, 2016 
Some Statistical Issues in Pathway Analysis of Genome-wide Studies. Biostatistics 
Collaboration and Consulting Core (BCCC) Roundtable 

Sept 17, 2012 
Data management and analysis for successful clinical research. Department of 
Neurology, VUMC 

Mar 26, 2012 
Some statistical issues in pathway analysis of genome-wide studies, Vanderbilt 
Kennedy Center Methodology Workshops 

July 22, 2010 
Pathway analysis for genome-wide association studies. Continuing Education 
Series for MS Biostatisticians, Department of Biostatistics, VUMC 

May 18, 2010 
Data management and analysis for successful clinical research. Department of 
Neurology, VUMC 

Sept 26, 2008 
Gene set enrichment analysis of microarray experiments, Vanderbilt Kennedy 
Center Methodology Workshops 

Jan 17, 2007 
Pathways to the analysis of microarray data, Vanderbilt Kennedy Center 
Methodology Workshops 

Oct 12, 2006 Design of clinical studies. Department of Neurology, VUMC 

Aug 21, 2006 
Remote homology detection for biological sequences: theory and applications, 

Vanderbilt Kennedy Center Methodology Workshops 

April 17, 2006 
Planning microarray experiments, Vanderbilt Kennedy Center Methodology 
Workshops 

Sept 30, 2005 
How to approach genetic sequencing database: a primer, Vanderbilt Kennedy 
Center Methodology Workshops 

Sept 28, 2005 
Making sense of DNA and protein sequences. Biostatistics seminar series, 
Department of Biostatistics, VUMC 

Oct 21, 2004 
Statistical modeling. Statistical Thinking in Biomedical Research Short Course, 
IGP Program, VUMC 

Oct 15, 2004 
How to conduct statistical modeling. Research Skills Workshops, Vanderbilt 
University Medical Center 

 
27. Thesis and Dissertation Advising/Post-doctoral Student Supervision: 

 
Mentoring 

 

2019 – Present Tiago Chedraoui Silva, Assistant Scientist. Integrative analysis of genomics and epigenomics 

data 

2018 – Present Gabriel Odom, Postdoctoral Fellow/Assistant Professor. Statistical methods and software for 

integrative analysis of genomics data 

2018 – 2021 Lanyu Zhang, Research Analyst. Meta-analysis for epigenome-wide association studies 

2018 – 2019 Lizhong Liu, Research Analyst. Prediction modeling in epi-genomics research 

2017 - 2018 Saurav Mallik, Postdoctoral Fellow. Evaluation of statistical methods for identifying DMRs 
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in epigenome-wide association studies. 

 
Graduate Student Rotations in Lab 

 

2020 Luz Ruiz, graduate student in Human Genetics and Genomics Ph.D. program. Sex-specific 

gene regulation in Alzheimer’s disease 

2021 Jiaming Hu, graduate student in Human Genetics and Genomics Ph.D. program. Tissue- 

specific gene regulation in Alzheimer’s disease 

 
Thesis Committee 

 

In progress Gillian Jacobsen. Interrogating phagocytes to discover pathobionts in Crohn’s disease. 

In progress Sarah Fazal. Identification and characterization of structural variants in neurological disorders 

In progress Beronica Ocasio. (Chair of thesis committee) Facilitating the Rational Development of Novel 

Cancer Therapeutics using Big Data and Artificial Intelligence 

2020 Yifan Sha. High order interaction hunting. 

2020 Mengying Li. New methods on classified mixed model prediction: theory and applications 

2019 Michelle Caunca. A population neuroscience approach for analyzing regional structural brain 

MRI data in cognitive aging 

2019 Yalda Zarnegarnia. Methods used for estimating the Receiver Operating Characteristic curve 

from clustered data and case-control studies 

2017 Chun Wu. Human brain transcriptome profiles in obesity 

2017 Amol Pande. Boosting method for longitudinal data. 

2016 Hongmei Liu. Weighted maximum frequency selection and precision small molecule screening 

for cancer 

2016 Jie Fan. On classified mixed model prediction 

2015 Fei Tang. Random forest missing data approaches. 

 
Other Teaching activities 

 

2016 – Present Chair, Biostatistics Exam committee for Epidemiology Ph.D. students 

 
VII. SERVICE 

 

28. University Committee and Administrative Responsibilities: 

 
University of Miami 

 

2021 – 2022 Member, Faculty search committee, Department of Public Health Sciences (Prevention 

Sciences) 

 

2020 – Present Member, University of Miami Medical Faculty Council 
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2015 – 2020 Co-Director, Statistical and Bioinformatics Consulting Core, Hussman Institute for 

Human Genomics 

 
2018 – 2019 Member, Committee to Review Criteria of Appointment, Promotion and Tenure 

Vanderbilt University 

2004 – 2015 Biostatistics Group Leader, Neurology collaboration plan, Department of Neurology, 

VUMC 

2004 – 2014 Biostatistics and Genetics Coordinator, Statistics and Methodology Services Core, 

Vanderbilt Kennedy Center 

2004 - 2006 Member, Biostatistics faculty search committee, Department of Biostatistics, VUMC 

& 2011 - 2015 

2006 - 2007 Member, Projects Allocations Committee, Department of Biostatistics, VUMC 

2007 – 2015 Member, Promotions Committee, Department of Biostatistics, VUMC 

2007 – 2015 Member, Bioinformatics and Biostatistics Core, Vanderbilt Conte Center for 

Neuroscience Research 

2007 – 2010 Secretary, DSMB for clinical trial Safety and Tolerability of Neurostimulation in Early 

State Parkinson’s Disease 

2010 – 2015 Member, Strategic Planning Committee, Department of Biostatistics, VUMC 

2010 – 2015 Secretary, DSMB for clinical trial Long-term follow-up of deep brain stimulation for 

early stage Parkinson’s disease 

 
29. Community Activities: N/A 


